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aac ggt tec aca tgc aag aag atg tea gga ata gtc act agt aca aga 866 
Asn Gly Ser Thr Cys Lys Lys Met Ser Gly He Val Thr Ser Thr Arg 
275 280 285 

cct ggg tat cat gac att gtc aca att ect get gga gcc acc aac att 914 
Pro Gly Tyr His Asp He Val Thr He Pro Ala Gly Ala Thr Asn He 
290 295 300 

gaa gtg aaa cat egg aat caa agg ggg tec aga aac aat ggc age ttt 962 
Glu Val Lys His Arg Asn Gin Arg Gly Ser Arg Asn Asn Gly Ser Phe 
305 310 315 



1010 



act ctg tec aca eta gag caa. gac etc ace tac aaa ggt act gtc tta 1058 
Thr Leu Ser Thr Leu Glu Gin Asp Leu Thr Tyr Lys Gly Thr Val Leu 
335 340 345 350 

agg cac agt ggt tec teg get gcg ctg gaa aga ate cgc age ttt agt 1106 
Arg Tyr Ser Gly Ser Ser Ala Ala Leu Glu Arg He Arg Ser Phe Ser 
355 360 365 

cca etc aaa gaa ccc tta acc ate cag gtt ctt atg gta ggc cat get 1154 
Pro Leu Lys Glu Pro Leu Thr He Gin Val Leu Met Val Gly His Ala 
370 375 380 

etc cga cee aaa att aaa ttc acc tac ttt atg aag aag aag aca gag 1202 
Leu Arg Pro Lys He Lys Phe Thr Tyr Phe Met Lys Lys Lys Thr Glu 
385 390 395 

tea etc aac gee att ccc aca ttt tct gag tgg gtg att gaa gag tgg 1250 
Ser Phe Asn Ala He Pro Thr Phe Ser Glu Trp Val He Glu Glu Trp 
400 405 410 



ggg »gag tgc tec aag aca tgc ggc tea ggc tgg cag aga aga gta gtg 
Gly Glu Cys Ser Lys Thr Cys Gly Ser Gly Trp Gin Arg Arg Val Val 
115 420 425 430 



cag tgc aga gac att aac gga cac cct get tec gaa tgt gca aag gaa 1346 
Gin Cys Arg Asp lie Asn Gly His Pro Ala Ser Glu Cys Ala Lys Glu 
435 440 445 



gtg aag cca gee agt ace aga cct tgt gca gac ett cct tgc cca cac 1394 

Val Lys Pro Ala Ser Thr Arg Pro Cys Ala Asp Leu Pro Cys Pro His 
450 455 460 

tgg cag gtg ggg gat tgg tea cca tgt tec aaa act tgc ggg aag ggt 1442 

Trp Gin Val Gly Asp Trp Ser Pro Cys Ser Lys Thr Cys Gly Lys Gly 
465 470 475 

tac aag aag aga acc ttg aaa tgt gtg tec cac gat ggg ggc gtg tta 14 90 

Tyr Lys Lys Arg Thr Leu Lys Cys Val Ser His Asp Gly Gly Val Leu 
480 485 490 



tea aat gag age tgt gat cct ttg aag aag cca aag cat tac att gac 1538 

Ser Asn Glu Ser Cys Asp Pro Leu Lys Lys Pro Lys His Tyr He Asp 

500 505 510 

ttt tgc aea etg aca cag tgc agt taagaggegt tagaggacaa ggtagcgtgg 1592 
Phe Cys Thr Leu Thr Gin Cys Ser 
515 



ggaggggctg atacaetgag tgcaagagta 
gcagtgaggt gtggeaagga ggtgtgtgta 
acactaccet gecagttaca ttctgataag 
gaecataeag ageactaagg agccccaaag 
cgcecaaata atttteagag tctggcagaa 
cttateacaa agattgggaa aggcaaagca 
gcttggtttc aatcactgga ggcaaggagg 
getggttgct gtggttttac ggaaggttga 
agcttgttea aegtgacaga aaggctcatc 
accatctcag ttcttaacta tagttcatgt 
atgtacattg gaaaaaaaaa gtgaagttta 
tgagcaacat gcctcctget ttgcttcctc 
gtttaagatt atccatggct cacaagaggc 
gaatggggta tagagatcag ggtcccatga 
atgggagget gctgcagggt agcaggtcca 
tggtgaatgt ctgttcagct cttctactga 
gtatatagta aaatatgtta etatgaattg 
tcettctaag aaggaetata gtttataata 
catttatttc taatgataaa acctttaagt 
atagagtatt tatacaatat atgttaacta 
atgcctattt tctggagtgg gattaacttc 
tggactteaa gaeagtttta aattttgggt 
actaataaaa aagaagttga tgatgtcttt 
aaattgctgt aaagageeag atagtaagca 
acaaceatgt gacagtgagt gctttgtagg 
gataaactgt ggctgtgctt taataaaact 



ctggagggat ccagtgagtc aaaccagtaa 1652 
ggggatacat agcaaaggag gtagatcagg 1712 
gtagttaatg aggcacagta geatctgaaa 1772 
cactattagt atctcttttc ttatatctat 1832 
gccctgttgc actgtactaa etagatactt 1892 
gaaagatggt aagactgggt ttcaaacaag 1952 
aggggacaaa caagatcatt attcgaagtc 2012 
tgcatcattc etatcaacag tgaaaagttc 2072 
tccgtgaaag agetcctgat ttcttcttac 2132 
tgaggtagaa acaattcatc tatttataaa 2192 
tgaggtacac ataaaaactg aaggaaacaa 2252 
ctgaggtaaa cctgectggg gattgaggtt 2312 
agtaaaataa tacatgttgt gccagagtta 2372 
gatggggaac atggtgatca ctcatctcac 2432 
ctcctggcag ctggtccaac agtcgtatcc 2492 
gagagaatat gactgtttcc atatgtatat 2552 
catgtacttt ataagtattg gtgtgtctgt 2 612 
aatgectata ataacatatt tatttttata 2672 
tatategctt ttgtaaaagt gcatataaaa 2732 
gaaataataa aagaacactt ttgaatgtgt 2792 
tgggcaagaa atetgatgag acacaaacat 2 852 
aaatgaactg tatttcctgt ttatagacgt 2912 
agtggtaaga ttgttactaa tgtggttggc 2 972 
tttatggcat tgtaggctat ctttectgcc 3032 
actgagagea gecataaatg acatgtaaat 3092 
ttatttacaa aaaaaaaaaa aaa 3145 



FIG. 7C 



gcggccgctc ccggccggcc caagggacag 
cctgagagcc ccggctcctc agcccgctac 
ccgagctcct gccctagagt cgactgggct 
ccagccctgc gagggcgcgc ggaccgggcg 
ggccgggctg gggctggggc cgcgccggca 
gcggacggac agcgcgcccg ag acg cag 

Met Gin 
1 



agccaggccc cgggagcccg caacacccgt 60 
ggccagggcc tcggcccccg cccccgaccc 120 
cccgcccgcg tgggacagac agacggacag 180 
gaggtgttgt aggaggagac cgaggagggg 240. 
agagagacat gcgattggtg accaagccga 300 
gtg age gag agg acg ctg gca ggg 3 52 
Val Ser Glu Arg Met Leu Ala Gly 
5 10 



ggt atg aga age atg cce age cce ete ctg gee tgc tgg eag eee ate 400 
Gly Met Arg Ser Met Pro Ser Pro Leu Leu Ala Cys Trp Gin Pro He 
15 20 25 



etc ctg ctg gta ctg gge tea gtg ctg tea ggc tet get aea ggc tgc 448 
Leu Leu Leu Val Leu Gly Ser Val Leu Ser Gly Ser Ala Thr Gly Cys 
30 35 40 



ccg cce cgc tgc gag tge tea geg cag gac cga gee gtg ete tgc cac 496 
Pro Pro Arg Cys Glu Cys Ser Ala Gin Asp Arg Ala Val Leu Cys His 
45 50 55 



cgc aaa cgc ttt gtg geg gtg cec gag ggc ate cce acc gag act cgc 544 
Arg Lys Arg Phe Val Ala Val Pro Glu Gly He Pro Thr Glu Thr Arg 
60 65 70 



ctg ctg gac ctg ggc aaa aac cgc ate aag aea etc aac cag gac gag 592 
Leu Leu Asp Leu Gly Lys Asn Arg He Lys Thr Leu Asn Gin Asp Glu 
75 80 85 90 



ttt gee age ttc cea cac ctg gag gag eta gaa etc aac gaa aac ate 
Phe Ala Ser Phe Pro His Leu Glu Glu Leu Glu Leu Asn Glu Asn He 
95 100 105 



640 



gtg age gee gtg gag cea gge gee ttc aac aac etc ttc aac ctg agg 
Val Ser Ala Val Glu Pro Gly Ala Phe Asn Asn Leu Phe Asn Leu Arg 
110 115 120 



688 



act ctg ggg ctg cge age aac cgc ctg aag ctt ate ccg ctg ggc gcc 736 
Thr Leu Gly Leu Arg Ser Asn Arg Leu Lys Leu He Pro Leu Gly Val 
125 130 135 



etc acc ggc etc age aac ttg ace aag ctg gac ate agt gag aac aag 
Phe Thr Gly Leu Ser Asn Leu Thr Lys Leu Asp He Ser Glu Asn Lys 
140 145 150 



784 



ate gtc ate ctg eta gac tac atg ttc caa gac eta tac aac etc aag 
He Val He Leu Leu Asp Tyr Met Phe Gin Asp Leu Tyr Asn Leu Lys 
155 160 165 170 



832 



teg ctg gag gcc gge gac aac gac etc gtc tac ate tec cat cga gcc 880 
Ser Leu Glu Val Gly Asp Asn Asp Leu Val Tyr He Ser His Arg Ala 
175 180 ^ A 

FIG. 8A 



etc age ggc etc aac age etg gaa cag ctg aeg etg gag aaa tgc aat 928 
Phe Ser Gly Leu Asn Ser Leu Glu Gin Leu Thr Leu Glu Lys Cys Asn 
190 195 200 

ctg acc tec ate ccc acg gag gcg etc tec eac etg cac ggc etc ate 976 
Leu Thr Ser lie Pro Thr Glu Ala Leu Ser His Leu His Gly Leu lie 
205 210 215 

gtc ctg egg eta ega cat etc aac ate aat gee ate agg gac tac tec 1024 
Val Leu Arg Leu Arg His Leu Asn lie Asn Ala lie Arg Asp Tyr Ser 
220 225 230 

ttc aag agg ctg tac cga ctt aag gtc tta gag ate tec cac tgg ccc 1072 
Phe Lys Arg Leu Tyr Arg Leu Lys Val Leu Glu lie Ser His Trp Pro 
235 240 245 250 

tac ccg gac acc ata acc ccc egg acg cgt ggg teg ac 1110 
Tyr Leu Asp Thr lie Thr Pro Arg Thr Arg Gly Ser 
255 260 

FIG. 8B 



tcctggacg tgcgcagccg cagagcgctg ctgctgtgcc taatacccat cgctgcgcac 60 
tgacagcca gtccgcccgt ccggagcccg gctcgttggg gcagc atg gcg ggg teg 117 

Met Ala Gly Ser 
1 



ccg ctg etc tgc ggg ccg egg gee 

Pro Leu Leu Cys Gly Pro Arg Ala 

5 10 

ctg etc ttg ggc ctt ctg agg ctg 

Leu Leu Leu Gly Leu Leu Arg Leu 
25 



ggg ggc gtc ggc att ttg gtg ctg 165 
Gly Gly Val Gly He Leu Val Leu 
15 20 

ccc ccc acc ctg tea gcg agg ecc 213 
Pro Pro Thr Leu Ser Ala Arg Pro 
30 35 



gtg aag gag ccc egc agt ctg age gea gea tec gcg ccc ttg gtt gag 261 
Val Lys Glu Pro Arg Ser Leu Ser Ala Ala Ser Ala Pro Leu Val Glu 
40 45 50 



aeg age act ccc etc egc ttg cgt egg gee gtg ecc ega gga gag gcg 309 
Thr Ser Thr Pro Leu Arg Leu Arg Arg Ala Val Pro Arg Gly Glu Ala 
55 60 65 



gcg ggt gcg gtg eag gag ctg gcg egg gcg ctg gcg eac ctg ctg gag 357 
Ala Gly Ala Val Gin Glu Leu Ala Arg Ala Leu Ala His Leu Leu Glu 
70 75 80 



gee gag aga eag gaa egc gcg cgt get gag gcg eag gag get gag gat 405 
Ala Glu Arg Gin Glu Arg Ala Arg Ala Glu Ala Gin Glu Ala Glu Asp 

90 95 100 

eag eag gcg cgt gtc ctg gcg eag ctg ctg egc gee tgg ggc tct ccg 453 
Gin Gin Ala Arg Val Leu Ala Gin Leu Leu Arg Ala Trp Gly Ser Pro 
105 110 115 



cgt gee teg gae ccg ccc ttg gee ccc gac gat gac ccg gac get eca 
Arg Ala Ser Asp Pro Pro Leu Ala Pro Asp Asp Asp Pro Asp Ala Pro 
120 125 130 



501 



get gea eag etc gee cgt get ctg etc ega get egc eta gac ecc ggc 549 
Ala Ala Gin Leu Ala Arg Ala Leu Leu Arg Ala Arg Leu Asp Pro Gly 
135 140 145 



ecc cag tgt atg atg atg gee eca ctg gee eag aeg teg agg atg ccg 597 
Pro Gin Cys Met Met Met Ala Pro Leu Ala Gin Thr Ser Arg Met Pro 
150 155 160 



gcg aeg aga etc ctg aeg tgg ace ctg age tgc tgaggtaett getagggegg 650 
Ala Thr Arg Leu Leu Thr Trp Thr Leu Ser Cys 
165 170 175 



atceteaecg gaagttegga gccagaggct 
gtggaecagg atttgggtec cgaggtgccc 
gtcaaaegee tggagaacce ctegccccag 



getcctgecc egcgccgcct cegcegatet 710 
cetgagaacg tactggggge tetgetacgc 770 
gegceggcac gecgectect gcctccctga 830 

FIG. 9A 



gcgocgccgc atcctgcacg ccctggaacc 
ccagcacgtc caaggctgct taccccagca 
ccatctgtag caaaaaaaaa aaaaaaaaaa 
aaaaaaaaaa aaaaaaa 



caggagcgcc ccagcaaccc tgactccctg 8 90 
acctcccatc ccctgagccc tcaataaatg 950 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1010 

1027 



FIG. 9B 



